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PLEEIS (10)(2e)
| saw your respiratory virus research and recent COVID work and thought you might have value in our technology.
I was wondering how you were incorporating gene expression analysis into your research and if you were familiar with

the nCounter. We’ve recently produced a panel focused on host response to infection (including interferon response,
susceptibility, homeostasis and innate & adaptive activation).

Our platform provides a quick, easy to use, and highly reproducible alternative to arrays, sequencing or real-time PCR
(see my signature for a blurb).

We’ve opened a grant for European researchers to be able to analyse 12 samples using our new host response panel (with
the option to add our RUO COVID-19 spike-in).

Would this appeal to your research or that of colleagues and would you be 1nterested in speaking further i the next few
weeks?

Thanks for your time,

(10)(2e)

(10)(2e)
(10)(2e)

Want a qUICR ouUttory chat? Schedule 15 minutes with me at

nanoS_trinq

You can find details of our privacy policy at https://www.nanostring.com/EUprivac
NanoString enables researchers to identify and validate RNA and miRNA biomarkers faster and more reproducibly than RNAseq,
microarrays or gPCR through the analysis of up to 800 biologically relevant targets in 24 hours. With a simple protocol, no library

prep, no RT or amplification and straightforward data analysis, researchers can reliably detect and quantitate targets directly from
FFPE, blood or lysates.

Our latest Digital Spatial Profiling Platform allows for high plexed protein and RNA expression in FFPE and FF tissues (>60 proteins,
>1500 RNAs), while retaining the localized, spatial context of the expression.



